SEQUENCE LISTING 



<110> Ax, Roy L. 

McCauley, Tod C. 
Dawson, George R. 
Zhang, Huanmin 

<120> FERTILITY PREDICTION OF MAMMALIAN MALES AND POLYCLONAL ANTIBODIES 
THE PREDICTION THEREOF 

<130> 240523US20 
<160> 11 

<170> Patentin version 3,1 

<210> 1 

<211> 900 

<212> DNA 

<213> Bos taurus 

<220> 

<221> CDS 

<222> (93) . . (899) 

<223> 

<400> 1 

ttacaagtca gcagagtctg agcaggtggc tcagagcccg ctctccagac actgctaccc 60 

tctctccgag ccctgaagtc agaggagcca eg atg cct ctg ccg ctg gcc tgc 113 

Met Pro Leu Pro Leu Ala Cys 
1 5 

ctg ctg ctt etc etc etc tec ace cae agt gee ctg gee etc aag ate 161 

Leu Leu Leu Leu Leu Leu Ser Thr His Ser Ala Leu Ala Leu Lys lie 
10 15 20 

tgc tec ttc aat gtg agg tec ttt ggg gaa tec aag aag gea aac tgt 209 
Cys Ser Phe Asn Val Arg Ser Phe Gly Glu Ser Lys Lys Ala Asn Cys 
25 30 35 

aat gcc atg gat gtc att gtg aag gtc ate aaa egc tgt gat ate ata 257 
Asn Ala Met Asp Val lie Val Lys Val lie Lys Arg Cys Asp lie lie 
40 45 50 55 

etc ctg atg gaa ate aag gae age age aac agg ate tgc cec aca ctg 305 
Leu Leu Met Glu lie Lys Asp Ser Ser Asn Arg lie Cys Pro Thr Leu 

60 65 70 

atg gag aag eta aac gga aat tea aga aaa ggc ata aca tac aac tat 353 
Met Glu Lys Leu Asn Gly Asn Ser Arg Lys Gly lie Thr Tyr Asn Tyr 

75 80 85 

gtg att age tet cge ctt gga aga aac aca tat aaa gaa eag tat gee 401 
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He 


Ser 
90 


Ser 


Arg 


Leu 


Gly 


Arg 
95 


Asn 


Thr 


Tyr 


Lys 


Glu 
100 


Gin 


Tyr 


Ala 




ttt 
Phe 


etc 
Leu 
105 


tat 
Tyr 


aaa 
Lys 


gaa 
Glu 


aag 
Lys 


eta 
Leu 
110 


gtg 
Val 


tct 
Ser 


gta 
Val 


aaa 
Lys 


caa 
Gin 
115 


age 
Ser 


tac 
Tyr 


etc 
Leu 


tac 
Tyr 


449 


cac 
His 
120 


gac 
Asp 


tat 
Tyr 


eag 
Gin 


get 
Ala 


gga 
Gly 
125 


gac 
Asp 


gea 
Ala 


gat 
Asp 


gtg 
Val 


ttt 
Phe 
130 


tee 
Ser 


agg 
Arg 


gaa 
Glu 


ccc 
Pro 


ttt 
Phe 
135 


497 


gtg 
Val 


gtc 
Val 


tgg 
Trp 


ttc 

Phe 


eag 
Gin 
140 


tea 
Ser 


ccc 
Pro 


tac 
Tyr 


ace 
Thr 


get 
Ala 
145 


gtc 
Val 


aag 
Lys 


gac 
Asp 


ttc 
Phe 


gtg 
Val 
150 


att 
He 


545 


gtc 
Val 


ccc 

Pro 


ctg 
Leu 


cac 
His 
155 


ace 

Thr 


ace 

Thr 


cet 

Pro 


gag 
Glu 


aca 
Thr 
160 


tec 
Ser 


gtt 
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aga 
Arg 


gag 
Glu 


att 
He 
165 


gat 
Asp 


gag 
Glu 


593 


ctg 
Leu 


get 
Ala 


gat 
Asp 

170 


gtc 
Val 


tac 
Tyr 


aca 
Thr 


gat 
Asp 


gtg 
Val 
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Lys 


cgt 

Arg 


cgc 

Arg 
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Trp 


aat 

Asn 
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Ala 
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aat 
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Phe 
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atg 
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ttc 
Phe 

190 


aat 
Asn 


get 
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ggc 
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tgc 
Cys 


age 
Ser 
195 


tac 
Tyr 


gtc 
Val 


ccc 
Pro 


aag 
Lys 


689 


aag 
Lys 
200 


gcc 
Ala 


tgg 
Trp 


aag 
Lys 


gac 
Asp 


ate 
He 
205 


cgc 
Arg 


ctg 
Leu 


agg 
Arg 


aeg 
Thr 


gac 
Asp 

210 


ccc 
Pro 


aag 
Lys 


ttc 
Phe 


gtt 
Val 


tgg 
Trp 

215 


737 


ctg 
Leu 


ate 
He 


ggg 

Gly 


gac 
Asp 


caa 
Gin 
220 


gag 
Glu 


gac 
Asp 


ace 
Thr 


aeg 
Thr 


gtc 
Val 
225 


aag 
Lys 


aag 
Lys 


age 
Ser 


aca 
Thr 


aac 
Asn 
230 


tgc 
Cys 


785 


gcc 
Ala 


tat 
Tyr 


gac 
Asp 


agg 
Arg 
235 


ate 
He 


gtg 
Val 


ett 
Leu 


aga 
Arg 


gga 
Gly 
240 


caa 
Gin 


aat 
Asn 


att 
He 


gtc 
Val 


aac 
Asn 
245 


tct 
Ser 


ggt 
Gly 


833 


Gly 


Pro 


Odd 

Gin 
250 


Ser 


d d O 

Asn 


Leu 


Val 


■h -h -h 
L. L. U 

Phe 
255 


y d L. 
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+- -f- 

Phe 


Od.y 

Gin 


O O !3 
ddd 

Lys 


gcc 
Ala 
260 


uac 
Tyr 


agg 
Arg 


-f- 4- ^ 

tug 

Leu 


Q Q 1 
O O 1 


tct 
Ser 


gaa 
Glu 


teg 
Ser 


aag 
Lys 


gee 
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ctg 
Leu 
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900 



265 



<210> 2 
<211> 269 
<212> PRT 
<213> Bos taurus 

-2- 



<400> 2 

Met Pro Leu Pro 
1 



Ser Ala Leu Ala 

20 



Glu Ser Lys Lys 

35 



lie Lys Arg Cys 
50 



Asn Arg lie Cys 
65 



Lys Gly lie Thr 



Thr Tyr Lys Glu 

100 



Val Lys Gin Ser 

115 



Val Phe Ser Arg 
130 



Ala Val Lys Asp 
145 



Ser Val Arg Glu 



Arg Arg Trp Asn 

180 



Gly Cys Ser Tyr 

195 



Leu Ala Cys Leu 
5 



Leu Lys lie Cys 



Ala Asn Cys Asn 

40 



Asp lie lie Leu 

55 



Pro Thr Leu Met 
70 



Tyr Asn Tyr Val 
85 



Gin Tyr Ala Phe 



Tyr Leu Tyr His 

120 



Glu Pro Phe Val 

135 



Phe Val lie Val 

150 



lie Asp Glu Leu 

165 



Ala Glu Asn Phe 



Val Pro Lys Lys 

200 



Leu Leu Leu Leu 

10 



Ser Phe Asn Val 
25 



Ala Met Asp Val 



Leu Met Glu lie 

60 



Glu Lys Leu Asn 

75 



lie Ser Ser Arg 
90 



Leu Tyr Lys Glu 
105 



Asp Tyr Gin Ala 



Val Trp Phe Gin 

140 



Pro Leu His Thr 

155 



Ala Asp Val Tyr 
170 



lie Phe Met Gly 
185 



Ala Trp Lys Asp 



Leu Ser Thr His 

15 



Arg Ser Phe Gly 

30 



lie Val Lys Val 
45 



Lys Asp Ser Ser 



Gly Asn Ser Arg 

80 



Leu Gly Arg Asn 

95 



Lys Leu Val Ser 
110 



Gly Asp Ala Asp 
125 



Ser Pro Tyr Thr 



Thr Pro Glu Thr 

160 



Thr Asp Val Lys 

175 



Asp Phe Asn Ala 
190 



lie Arg Leu Arg 
205 



-3- 



Thr Asp Pro Lys Phe Val Trp Leu lie Gly Asp Gin Glu Asp Thr Thr 

210 215 220 



Val Lys Lys Ser Thr Asn Cys Ala Tyr Asp Arg lie Val Leu Arg Gly 
225 230 235 240 



Gin Asn lie Val Asn Ser Gly Gly Pro Gin Ser Asn Leu Val Phe Asp 

245 250 255 



Phe Gin Lys Ala Tyr Arg Leu Ser Glu Ser Lys Ala Leu 

260 265 



<210> 3 

<211> 1212 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (145) . . (1014) 

<223> 

<400> 3 

gaactgaaag ttgcaaggag aaatccagta attcctgtta tctgcaggct ttataagtca 60 

gtggagcctg cggaagtggc cagaatccag cactccaagc actgctgtct tctcacagag 120 

tcttgaagcc agagcagcac cagg atg tea egg gag ctg gcc oca ctg ctg 171 

Met Ser Arg Glu Leu Ala Pro Leu Leu 
1 5 



ctt etc cte ete tee ate eae age gee etg gee atg agg ate tge tee 
Leu Leu Leu Leu Ser lie His Ser Ala Leu Ala Met Arg lie Cys Ser 
10 15 20 25 



219 



tte aae gte agg tec ttt ggg gaa age aag cag gaa gae aag aat gcc 2 67 

Phe Asn Val Arg Ser Phe Gly Glu Ser Lys Gin Glu Asp Lys Asn Ala 

30 35 40 

atg gat gtc att gtg aag gtc ate aaa cge tgt gae ate ata etc gtg 315 
Met Asp Val lie Val Lys Val lie Lys Arg Cys Asp lie lie Leu Val 

45 50 55 

atg gaa ate aag gae age aac aac agg ate tgc ccc ata ctg atg gag 363 
Met Glu lie Lys Asp Ser Asn Asn Arg lie Cys Pro lie Leu Met Glu 

60 65 70 



-4- 



aag ctg aac 
Lys Leu Asn 
75 

age tct egg 
Ser Ser Arg 
90 

tae aag gaa 
Tyr-Lys Glu 



tat cag gat 
Tyr Gin Asp 



tgg ttc caa 
Trp Phe Gin 
140 

ctg cac ace 
Leu His Thr 
155 

gag gtc tac 
Glu Val Tyr 
170 

ttc atg ggt 
Phe Met Gly 



tgg aag aac 
Trp Lys Asn 



ggg gac caa 
Gly Asp Gin 
220 

gac agg ate 
Asp Arg lie 
235 

aag tea aac 
Lys Ser Asn 
250 

gag gag gta 
Glu Glu Val 



aga aat tea 
Arg Asn Ser 



ett gga aga 
Leu Gly Arg 
95 

aag ctg gtg 
Lys Leu Val 
110 

gga gac gca 
Gly Asp Ala 

125 

tct cec cac 
Ser Pro His 



acc cca gag 
Thr Pro Glu 



acg gac gtg 
Thr Asp Val 
175 

gac ttc aat 
Asp Phe Asn 
190 

ate cgc ttg 
lie Arg Leu 
205 

gag gac ace 
Glu Asp Thr 



gtg ctt aga 
Val Leu Arg 



agt gtt ttt 
Ser Val Phe 
255 

agg ttg cca 
Arg Leu Pro 
270 



agg aga ggc 
Arg Arg Gly 
80 

aac aca tat 
Asn Thr Tyr 



tct gtg aag 
Ser Val Lys 



gat gtg ttt 
Asp Val Phe 

130 

act get gtc 
Thr Ala Val 
145 

aca tec gtt 
Thr Ser Val 
160 

aaa cac cgc 
Lys His Arg 



gee ggc tge 
Ala Gly Cys 



agg act gac 
Arg Thr Asp 
210 

acg gtc aag 
Thr Val Lys 

225 

gga caa aat 
Gly Gin Asn 
240 

gac ttc cag 
Asp Phe Gin 



tct tgt ctt 
Ser Cys Leu 



ata acg tae 
lie Thr Tyr 
85 

aaa gaa caa 

Lys Glu Gin 
100 

agg agt tat 
Arg Ser Tyr 
115 

tec agg gag 
Ser Arg Glu 



aaa gac ttc 
Lys Asp Phe 



aag gag ate 
Lys Glu lie 
165 

tgg aag gcg 
Trp Lys Ala 
180 

age tae gtc 
Ser Tyr Val 
195 

ccc agg ttt 
Pro Arg Phe 



aag age aca 
Lys Ser Thr 



att gtc aac 
lie Val Asn 
245 

aaa get tae 
Lys Ala Tyr 
260 

tct atg cca 
Ser Met Pro 
275 



aac tat gtg 
Asn Tyr Val 



tat gee ttt 

Tyr Ala Phe 



cac tae cat 
His Tyr His 
120 

ccc ttt gtg 
Pro Phe Val 
135 

gtg att ate 
Val lie He 
150 

gat gag ttg 
Asp Glu Leu 



gag aat ttc 
Glu Asn Phe 



ccc aag aag 
Pro Lys Lys 
200 

gtt tgg ctg 
Val Trp Leu 
215 

aac tge gee 
Asn Cys Ala 

230 

tct gtt gtt 
Ser Val Val 



aag ctg act 
Lys Leu Thr 



ttg tec tgg 
Leu Ser Trp 
280 



att 411 
He 



etc 459 

Leu 

105 

gac 507 
Asp 



gtc 555 
Val 



ccc 603 
Pro 



gtt 651 
Val 



att 699 

He 

185 

gee 747 
Ala 



ate 795 

He 



tat 843 
Tyr 



ccc 891 
Pro 



gaa 939 

Glu 

265 

aaa 987 
Lys 



5- 



gat gag tta get tgg gca aca tga tga gactccatct ctatgaaaaa 1034 
Asp Glu Leu Ala Trp Ala Thr 

285 

ttcaaaaaaa ttagctgggc atggtgatgc atgcctatgg tcccagctac ttgggaggct 1094 

gaggtgggag gatcacttga gtccaggaag cggaggttgc agtgagccaa gatcgcacca 1154 

ctgcactcca ggctgggcaa cagagtgaga tcctgtctca aaaaaaaaaa aaaaaaaa 1212 

<210> 4 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ser Arg Glu Leu Ala Pro Leu Leu Leu Leu Leu Leu Ser lie His 
15 10 15 

Ser Ala Leu Ala Met Arg lie Cys Ser Phe Asn Val Arg Ser Phe Gly 

20 25 30 

Glu Ser Lys Gin Glu Asp Lys Asn Ala Met Asp Val lie Val Lys Val 

35 40 45 

lie Lys Arg Cys Asp lie lie Leu Val Met Glu lie Lys Asp Ser Asn 
50 55 60 

Asn Arg lie Cys Pro lie Leu Met Glu Lys Leu Asn Arg Asn Ser Arg 
65 70 75 80 

Arg Gly lie Thr Tyr Asn Tyr Val lie Ser Ser Arg Leu Gly Arg Asn 

85 90 95 

Thr Tyr Lys Glu Gin Tyr Ala Phe Leu Tyr Lys Glu Lys Leu Val Ser 

100 105 110 

Val Lys Arg Ser Tyr His Tyr His Asp Tyr Gin Asp Gly Asp Ala Asp 

115 120 125 

Val Phe Ser Arg Glu Pro Phe Val Val Trp Phe Gin Ser Pro His Thr 
130 135 140 

-6- 



Ala Val Lys Asp Phe Val lie lie Pro Leu His Thr Thr Pro Glu Thr 
145 150 155 160 



Ser Val Lys Glu lie Asp Glu Leu Val Glu Val Tyr Thr Asp Val Lys 

165 170 175 



His Arg Trp Lys Ala Glu Asn Phe lie Phe Met Gly Asp Phe Asn Ala 

180 185 190 



Gly Cys Ser Tyr Val Pro Lys Lys Ala Trp Lys Asn lie Arg Leu Arg 

195 200 205 



Thr Asp Pro Arg Phe Val Trp Leu lie Gly Asp Gin Glu Asp Thr Thr 
210 215 220 



Val Lys Lys Ser Thr Asn Cys Ala Tyr Asp Arg lie Val Leu Arg Gly 
225 230 235 240 



Gin Asn lie Val Asn Ser Val Val Pro Lys Ser Asn Ser Val Phe Asp 

245 250 255 



Phe Gin Lys Ala Tyr Lys Leu Thr Glu Glu Glu Val Arg Leu Pro Ser 

260 265 270 



Cys Leu Ser Met Pro Leu Ser Trp Lys Asp Glu Leu Ala Trp Ala Thr 

275 280 285 



<210> 


5 


<211> 


26 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Peptide 


<220> 




<221> 


MISC FEATURE 


<222> 


(4) . . (4) 


<223> 


X = any amino acid 


<400> 


5 



-7- 




Leu Lys He Xaa Ser Phe Asn Val Arg Ser Phe Gly Glu Ser Lys Lys 
15 10 15 



Ala Gly Phe Asn Ala Met Arg Val He Val 

20 25 



<210> 6 

<211> 38 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 
<400> 6 

ggccacgcgt cgactagtac tttttttttt tttttttt 



<210> 7 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 



<400> 


7 


cgtgaggagc ttcggcgaga g 


<21G> 


8 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic DNA 


<400> 


8 



21 



acaacaggat ctgccccata ctgatg 



<210> 9 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



-8 



<4 00> 9 

tcaactggaa agtggtcgct gacat 



<210> 


10 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic DNA 


<400> 


10 



acaacaggat ctgccccata ctgatgg 



<210> 


11 


<211> 


54 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic DNA 


<400> 


11 



tggttcttca tgatgatgat gatgatgaac tggaaagtgg tcgctgacat ccag 



-9 



